Clustering and detection of 5' splice sites of mRNA by k weight-matrices model.
We propose a novel method to detect 5' splice sites of eukaryotic mRNA. We have grouped the 5' splice splice sites into various classes. The clustered sites are represented by a set of PWMs. The clustering algorithm is similar to k-means clustering algorithm but the distance definition and the training score function were arranged. The clustered PWMs were applied to 5' splice site detection. The results showed an improvement in comparison with traditional single PWM. The result of the clusters suggests there are new motifs of 5' splice sites.